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Season: Southern Hemisphere – Mid-Season 2026 

Participating countries: Argentina, Brazil, Chile, Panama, Paraguay and Uruguay 

Study population: SARI patients ≥ 6 months old admitted in participant hospitals during 2026 season 

Study period: week 9 to week 28 (1 March to 20 July 2026) 

Type of vaccine: Inactivated trivalent or quadrivalent vaccine – Southern hemisphere composition for Season 

2026 

• TIV: Argentina, Brazil, Chile, Paraguay, and Uruguay  

• Adjuvanted TIV: Argentina (older adults), Paraguay (older adults) 

• QIV: Uruguay (private) 

Methods: Case control – test negative design 

• Case: SARI patient with a RT-PCR positive result for influenza 

• Non case (control): SARI patient with a RT-PCR negative result for influenza and for SARS-CoV-2.  

• Vaccinated: SARI patient who has received the influenza vaccine in the season 2026 at least 14 days 

before symptom onset 

• Unvaccinated: SARI patient who did not receive any influenza vaccine in the season 2026 at 

symptom onset. 

Patients included: 27,237  

  



   

Table 1. Estimated seasonal influenza vaccine effectiveness – REVELAC-i, March-July 2026 (n = 27,237) 

 Vaccinated 
cases 

Total cases Vaccinated 
Non cases 

Total Non cases VE adjusted* 
% (CI95%) 

Influenza (any) 1,109 7,334 4,809 19,903 37.2 (32.0, 42.0) 

Influenza A 801 5,531 4,809 19,903 32.2 (25.7, 38.1) 

Influenza A/H1N1 20 148 4,809 19,903 20.2 (-32.6, 51.9) 

Influenza A/H3N2 514 3,215 4,809 19,903 27.0 (18.5, 34.6) 

Influenza B 308 1,793 4,809 19,903 44.5 (36.3, 51.7) 

* Vaccine effectiveness estimated from logistic regression model adjusting for participating country, sex, age in years (fit as cubic spline), week of onset of symptoms (fit as cubic spline), 
and presence of at least one comorbidity. 

 

  



   

 

Figure 1. Influenza vaccine effectiveness – REVELAC-i, March- March-July 2026 (n = 27,237) 
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